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TRIM25 Knockout HEK293T Cells
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human TRIM25 7706 BC016924 NM_005082

About the gene

Official Symbol TRIM25

Previous Symbol ZNF147

Official Full Name | tripartite motif containing 25

Synonyms EFP; RNF147

Location 17g23.1

Gene Type protein-coding gene

Uniprot ID Q14258

Pathway/Library Ubiquitin Ligases Genes Library

The protein encoded by this gene is a member of the tripartite motif (TRIM) family. The TRIM motif
includes three zinc-binding domains, a RING, a B-box type 1 and a B-box type 2, and a coiled-coil region.
The protein localizes to the cytoplasm. The presence of potential DNA-binding and
dimerization-transactivation domains suggests that this protein may act as a transcription factor, similar to
several other members of the TRIM family. Expression of the gene is upregulated in response to estrogen,
and it is thought to mediate estrogen actions in breast cancer as a primary response gene.
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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